Supplementary Table S1: Oligonucleotides used in this study









	Primer name
	Primer Sequence

	NTAP97 Fw
	5’‑GTGTGGTAGCTAGTGCAGCCTTAGGAACAGGGAAGACTGTCGCCACTATGGCAGGCCTTGCGCAC‑3’

	NTAP97 Rv
	5’‑GTCGTCGTTCCGAGCGAGGCCGAGCGAGCCCGAGACCGAAGTGCGGAGGATTTCCCATCAATAAGACGAGGATCG‑3’

	Cpo pp65 Fw
	5’‑GGTTTCGGTCCGATGGAGTCGCGCGGTCG‑3’

	Cpo pp65 Rv
	5’‑GGTTTCGGACCGTCAACCTCGGTGCTTTTTGG‑3’

	Cpo UL97 Fw
	5’‑GTTTTCGGTCCGATGTCCTCCGCACTTCGGT ‑3’

	Cpo UL97 Rv
	5’‑GTTTTCGGACCGTTACTCGGGGAACAGTTGGC‑3’

	UL97region Fw
	ATCTCAGTTTCTGCGGCGTACCTA‑3’

	UL97region Rv
	GCGTCATAAAGTCCTCGGCTACT‑3’

	PstIAphAIUL97in Fw
	5’‑AAAAACTGCAGAAGCTGCTCATCTGCGACCTAGGGATAACAGGGTAATCGATTT‑3’

	PstIAphAIUL97in Rv
	5’‑AAAAACTGCAGCGGCATGGGTCGGAAAGCAGCCAGTGTTACAACCAATTAACC‑3’

	FLAG97 OLE Fw
	5’‑GGACTACAAGGATGACGACGATAAGTCCTCCGCACTTCGGTCTC‑3’

	FLAG97 OLE Rv
	5’‑CTTATCGTCGTCATCCTTGTAGTCCATAGTGGCGACAGTCTTCCCT‑3’

	d97 Fw
	5’‑GGCTCGCTCGGCCTCGCTCGGAACGACGACTCAGGGCTGGGATCCCTGCAGAAGCTGCTCATCTGTAGGGATAACAGGGTAATCGATTT‑3’

	d97 Rv
	5’‑TACGGGGAAACGCGCGTGCGGGTCGCAGATGAGCAGCTTCTGCAGGGATCCCAGCCCTGAGTCGTGCCAGTGTTACAACCAATTAACC‑3’


For NTAP97 Fw and Rv primers, underlined bases indicate sequences that anneal to TAP-tag sequences in pNTAP-TSR; non-underlined sequences indicate bases that target Red recombination. Bases in bold in NTAP97 Fw sequence indicates ATG that anneals both to TAP tag insert and also is part of a contiguous sequence of 50-bp matching viral sequence to target Red recombination.

Underlined bases in Cpo pp65 Fw and Rv primers and Cpo UL97 Fw and Rv primers indicate Cpo I restriction site. Bases on the 5’ end of the primers were added to facilitate direct digestion of PCR product with Cpo I enzyme (MBI Fermentas)

For UL97region Fw primer, three base pairs (underlined) were added to the 5’ end of the primer to regenerate an EcoRV site when ligated to pSP72 vector.

For PstIAphAI UL97in Rv and Fw primers, the Pst I site is underlined and in italics. The sequences at the 3’ end of the primers that anneal to pEP2-KanS are underlined. 

For d97 Fw and Rv, the unique BamHI and Pst I sites within the UL97 open reading frame that are joined together to delete 1513 bp of UL97 sequence are shown in bold. (Note: resulting UL97 open reading frame is predicted to terminate after producing a 37 amino acid product). The sequences which anneal to pEP-KanaS are underlined.

